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M.B.Kamphuis, J.López-Villarejo, A.J.R.Heck,
R.Boelens, R.Dı́az-Orejas and
R.H.H.van den Heuvel

1737–1749

METHODS ONLINE

S A new method for accurate assessment of DNA

quality after bisulfite treatment

M.Ehrich, S.Zoll, S.Sur and D. van den Boom e29 (8 pp.)

Novel DNA probes with low background and high

hybridization-triggered fluorescence

E.A.Lukhtanov, S.G.Lokhov, V.V.Gorn,
M.A.Podyminogin and W.Mahoney

e30 (14 pp.)

Characterization of in vitro and in vivo
hypomethylating effects of decitabine in acute

myeloid leukemia by a rapid, specific and sensitive

LC-MS/MS method

Z.Liu, S.Liu, Z.Xie, W.Blum, D.Perrotti,
P.Paschka, R.Klisovic, J.Byrd, K.K.Chan
and G.Marcucci

e31 (8 pp.)

Combinatorial expression vector engineering for

tuning of recombinant protein production in

Escherichia coli
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